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INTRODUCTION
VTEC is a group of pathogenic E. coli bacteria that can cause bloody diarrhoea (BD) and haemolytic uremic syndrome (HUS) in humans, a serious condition that can
lead to kidney failure and be fatal. Although the most reported VTEC serotype involved in severe human disease is E. coli O157:H7, other serotypes that have been
associated to outbreaks and HUS include O26:H11, O103:H2, O111:NM, O121:H19 and O145:NM. The recently published ISO/TS13136:2012 describes the European
standardized method for the detection of VTEC in foodstuff, including the determination of the top-5 serogroups (O157, O26, O111, O103, O145). In this work, the
validation results for VTEC detection in beef meat, carcass swabs, carrots and raw milk according to ISO/TS13136:2012 is described.
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CONCLUSION
- The LOD for both screening and isolation modules was between 1-40 cfu /25 grams (or 25 ml for raw milk) of matrix
- Levels starting from 4.104 cfu/ml could be detected in the enriched sample using the GeneDiscCycler.
- The LOD of the GeneDiscCylcer was at 1 cfu/reaction
- Isolation of a strain is still a bottle-neck in the method. The use of IMS did not improve subsequent isolation.
- The repeatability, intra-and inter-reproducibility of the method were demonstrated
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